2l

Rk 27 4R

JERGLIEE L BN A TR A S KB O & A L AR R

REERHER A LY

LETTIEERK 4 4R 70 b 45 [ VLA A + JREHE 8 A B )
BHEEICSMLTEY, BUE, 8 IR 9 MIFMAE
ERBRIREZIT> T D, R LICERSZWA D A v
ARAERRE T

SRR 27 AR, RFRTE R LV RIS LR, 184
4, 293 MR, SERE 26 4R (142 4, 200 fRif) &bt
B LI U7, SES - iklE, A v 7o i
ErBiRbLENnoT-.

Fl Pk 27 FEFERERZIMIA B T A L ARG 5
BB
& PR 72 kT 44 E N Rk ™ o v 2 (KR
A7z Y 55 57 41 WREAERSWVER A 7AW AHlpdm09 T (12)
AT W AHIE (1) - A7z B (1)
i
=it A 7Y AIHL pdm09 A (15)
A TN AHIA (4) - AT B (T7)
W& A 7 AIHL pdm09 4 (1)
S AAE
Z Dt
W EFT ks B 280 10 15 4 MWEFHRIWE 77/ 38 (1) - x==a—38 (1)
gt T 3 (1)
S AAE T a—3% (1)
&
R 26 44 13 WHEEM WK
i
S AAE TF AR (1) YR TANAR (2) - TF 28 (1)
Affug (6) « /A /LAGI (5) - x==—25% (1)
Bk
SR
FIE O 21 36 4 WHEEALAIWIEK 7P vF—A10% (1)
i
S AAE xa—3% (1) -x==2—18% (1) - =a7H¥vyF—A10% (1)
Bk
R
DA
AR —F 15 24 7 WHEELSWER 0 Toa—3M (1) - ==—187 (1) - ==—25% (1)
S AAE Ta—25% (1) - =mrsHoF—B4H (1) - Szl (1)
o7y F—A9 L (1)
AT AR RS 2 2 0 B CVIR
TR PERE IR A 10 25 4 WHEERSWER =273 y3—B4% (1)
i
S 2AE aZYyF—B4H (1) - ==2—3% (1) - ==—16% (1)
1%
J7s
Z DAt 45 90 3 MHEHDLWE T A 737 (1)
i
S AAE 75 5 (1)
SR
273
Z it FA AN A (1)
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R 2B, BAEER T A VAR AR T (PCR) % TiTo7z.
7 ALV AORKHIZAE (RD-18S, VeroE6, HEp-2, ZORER, 76 A (9B 3 WAL 2 FiEO T A LA
Caco-2, MDCK) k5%, Polymerase Chain Reaction ) MO UA VAR (R 25.9%) 7.

2 Rk 27 FEERREREUA BIR K OB IER] A L A R R

FRAERECH B A L A R R W BETIERY A L AR
ki A7 Hi WAl % PCR

4 5 6 7 8 9 10 11 12 1 2 3 ¥ R V H C WM

7T/ 28 1 1
77/ 3% 2 2
77/ 5% 1

7T/ AL 1
AV 7N AF AHlpdm09 B 13 11 4 28 28
AN A AR 3 1 1
AN AR 3 1 4

o o —3 7 5

R kN
N

Ta—16 1

T a—18 1 1

T = —25 7 3

a7 Y%y F—A9 Bl 1

ay Y% —A10 2 2

27 Yy % —B4 2 1

PART A LA 1 1

/A LA GI 2 2 1
RIA 7Nz 3R 1

AN 2= i) 1

TA ) UA VA 1

AR X 7 A LA 2 1 1 2

O P PPN WODN P W N R o1 oo

at 3 4 2 6 6 1 7 1 8 17 14 10 79 13 10 13 5 41 15

X% Aila4 OEFR  R:RD-18S, V:VeroE6, H:HEp-2, C:Caco-2, M:MDCK
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