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Summary

RAPD-PCR is not a standard method to the analysis of Legionella strains compared with PFGE ,
although it is a quick test.

To examine the effectiveness of RAPD-PCR, 42 strains of Legionella pneumophilia isolated from
public bath water in Fukuoka City during 2000-2003 were analyzed by RAPD-PCR and PFGE.

As a result of this examination, the matching rate of DNA patterns between RAPD and PFGE was
low. It was thought that the problem is to select the appropriate RAPD-PCR primers of Legionella
pneumophila and improve a protocol from preparation of bacterial culture to cluster analysis.
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No / PFGE RAPD1 RAPD2 RAPD4
Ne 1 SG6 na/30520 P14 15 25 26
Ne 2 SG6 na/30520 P14 27 26-1 26
Ne 3 SG1 ral20327 P7 5-1 4 12
Ne 4 SG1 ra/10529 P7 6 13 11-1
Ne 5 SG1 na/20327 P16-1 1-1 18 1-1
Ne 6 SG1 na/30520 P16-2 3 11 1-2
Ne 7 SG1 fu/10910 P19-1 12 21-1 31
Ne 8 SG1 fu/20320 P19-2 13 8 5
Ne 9 SG1 ag/30219 P5-1 10 2 14-1
Ne 10 SG1 ag/30219 P5-2 10 21-2 3-2
Ne 11 SG4 tu/30129 P3 15 25 24
Ne 12 SG5 um/20919 P1-1 26 17 21-2
Ne 13 SG5 Ci/30917 P1-2 26 17 24
Ne 14 SG1 sh/10529 P20-1 8 7-1 9-2
Ne 15 SG1 yuw/10910 P8 8 7-2 82
Ne 16 SG1 tu/21127 P23-1 2-1 23 6-1
Ne 17 SG1 tu/30129 P2-2 2-2 22-1 6-2
Ne 18 SG1 it/030625 P24-2 18 13 23-1
Ne 19 SG8 Ci/30917 P12-2 19-1 17 22-1
Ne 20 SG1 mi/30626 P13-2 21-2 14-1 2
Ne 21 SG1 sy/20313 P15 20 14-2 13
No 22 SG1 yu/00912 P10-1 22-2 10 19
Ne 23 SG1 ag/00919 P6-2 14-1 1-1 9-1
No 24 SG1 ag/10515 P18-2 11 1-2 21-1
Ne 25 SG1 sy/30903 P21-1 9 12-1 15-2
Ne 26 SG1 wa/20919 P24-1 24-2 12-2 4
Ne 27 SG5 or/021211 P6-1 21-1 15 17-2
Ne 28 SG1 sa/00912 P17 24-1 16 14-2
Ne 29 SG1 Ci/30917 P4-2 16 19 22-2
Ne 30 SG1 fu/10910 P20-2 17 20-1 81
Ne 31 SG1 sy/00919 P22-1 5-2 20-2 11-2
Ne 32 SG1 mi/01120 P10-2 7-1 22-2 15-1
Ne 33 SG1 ag/31126 P9 28 24 20-1
Ne 34 L.micdadel mi/30626 P15 29 26-2 25
Ne 35 SG6 fu/30514 pP22-2 19-2 27 23-2
Ne 36 SG1 sh/20320 P18-1 14-2 3 10
Ne 37 SG3 tu/21127 P2-1 4 3 17-1
Ne 38 SG1 pe/0912 P21-2 7-2 5-1 16
Ne 39 SG1 as/10529 P12-1 25 5-2 20-2
Ne 40 SG1 da/00926 P23-2 1-2 6-2 7
Ne 41 SG1 tu/20313 P13-1 22-1 9-1 18-1
Ne 42 SG1 ze/00919 P11 23 9-2 18-2
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