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Screening of Genus Salmonella in food by SYBR Green real-time PCR
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10° + 19.13 0.0260
NC - e —

3.1.3 gPCRFER LEEERBR L DHLE

A% D qPCR SR L, FERIEDREBREREZ K 512
AT RGBT QPCR 24T 9 &, MINE I BIfR 7R <,
Ct HIXZFE—E L7720, EMEARERD Ct i & ik
% & 10° CFUML fiY OBIR T &P HN TN D & HEsR
Ehie. £, qPCRAER EHHRERIT I AT L.

e TR BRI, 42, 2017

xRS PCRIFRLEEHR

el BT 2 i GPCR N
(CFU)  gPCR#ER FHICHE 1Z#RE

10" + 15.63 1.760 +
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