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R0 Eid M
Enterobacter cloacae 4
Klebsiella aerogenes 3
) Klebsiella pneumoniae 3
CRE J&GHE
Serratia marcescens 3
Citrobacter freundii 3
Klebsiella oxytoca 3
MDRA JE&YYE  Acinetobacter baumannii (FEYEFTE) 3
MDRP JEYE  Pseudomonas aeruginosa (FEHefiik) 3
EHEC &YYiE  Escherichia coli 4
BEYEE K Salmonella Stanley 3
- Enterococcus faecium 2
VRE J&YLiE
Enterococcus faecalis (FEHEERK) 2
MRSA YL
Staphylococcus aureus 3
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Enterobacter cloacae FastDigest Beul
Klebsiella aerogenes FastDigest Xbal
Klebsiella pneumoniae FastDigest Xbal
CRE f&YuiE 37 12.6~40.1 19
Serratia marcescens FastDigest Beul
Citrobacter freundii FastDigest Xbal
Klebsiella oxytoca FastDigest Xbal
MDRA EYE  Acinetobacter baumannii FastDigest Apal 37 1.79~21.79 19
MDRP [EYLSE  Pseudomonas aeruginosa FastDigest Beul 37 2.98~30.82 19
EHEC [&YYE  Escherichia coli FastDigest Xbal 37 12.6~40.1 19
BYMEE R Salmonella Stanley FastDigest Xbal 37 12.6~40.1 19
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. Enterococcus faecium 2.98~17.33 20
VRE Ji Y4 FastDigest Smal 37
Enterococcus faecalis 2.16~26.29 21
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. Staphylococcus aureus FastDigest Smal 37 2.98~35.38 19
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Enterobacter cloacae (1~4), B : Klebsiella aerogenes (1~3), C : Klebsiella pneumonia (1~3),
Serratia marcescens (1~3), E : Citrobacter freundii (1~3), F : Klebsiella oxytoca (1~3),

Acinetobacter baumannii (1~3), H : Pseudomonas aeruginosa (1~3),

1: Escherichia coli (1~4), 1 : Salmonella Stanley (1~3),

M : Lambda Ladder (Bio-Rad)
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K : Enterococcus faecium (1~2),

L : Enterococcus faecalis (1~4),

N : Staphylococcus aureus (1~3),

M : Lambda Ladder (Bio-Rad)
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